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pnmary; accession number ■■ ; 




Secondary accession number 


Q9ULJ4 


Entered in Swiss-Prot in 


Release 41 , February 2003 


Sequence was last modified in 


Release 41, February 2003 


Annotations were last modified in 


Release 42, September; 2003 


Name and origin of the protein 


Protein name 


Neurolysin, mitochondrial [Precursor] 


Synonyms 


EC 3.4.24.16 

Neurotensin endopeptidase 
Mitochondrial oligopeptidase M 
Microsomal endopeptidase 
MEP 


Gene name 


NLN or KIAA1226 


From 


Homo sapiens (Human) [TaxED: 9606] 


Taxonomy 


Eukarvota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 


Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
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• FUNCTION: Hydrolyzes oligopeptides such as neurotensin, bradykinin, dynorphin A, etc. (By, + 
similarity). 

• CA TALYTIC ACTIVITY. Preferential cleavage in neurotensin : 1 0-Pro-|-Tyr- 11 . : • 

• COF ACTOR. BINDS 1 ZING ION (By similarity): 

• SUBCELLULAR LOCATION: MITOCHONDRIAL INTERM EM BRANE SPACE AND ALSO 
CYTOPLASMIC (By similarity); 

• SIMILARITY: BELONGS TO PEPTIDASE FAMILY M3, 
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Sequence information 


Length: 704 AA [This is the 
length of the unprocessed 
precursor] 


Molecular weight: 80651 Da 
[This is the MW of the 
unprocessed precursor] 


CRC64: 80136688D79BBEDF [This is a 
checksum on the sequence] 
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Effect of a novel selective and potent phosphinic peptide inhibitor of 
endopeptidase 3.4.24.16 on neurotensin-induced analgesia and 
neuronal inactivation. 



PubMed 
Services 



Vincent B, Jiracek J, Noble F, Loog M, Roques B, Dive V, Vincent JP, Checler 
F. 



IPMC du CNRS, UPR411, Valbonne, France. 
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1. We have examined a series of novel phosphinic peptides as putative potent and 
selective inhibitors of endopeptidase 3.4.24.16. 2. The most selective inhibitor, 
Pro-Phe-psi(P02CH2)-Leu-Pro-NH2 displayed a Ki value of 12 nM towards 
endopeptidase 3.4.24.16 and was 5540 fold less potent on its related peptidase 
endopeptidase 3.4.24.15. Furthermore, this inhibitor was 12.5 less potent on 
angiotensin-converting enzyme and was unable to block endopeptidase 3.4.24.1 1, 
aminopeptidases B and M, dipeptidylaminopeptidase IV and proline endopeptidase. 
3. The effect of Pro-Phe-psi(P02CH2)-Leu-Pro-NH2, in vitro and in vivo, on 
neurotensin metabolism in the central nervous system was examined. 4. 
Pro-Phe-psi(P02CHH2)-Leu-Pro-NH2 dose-dependently inhibited the formation of 
neurotensin 1-10 and concomittantly protected neurotensin from degradation by . 
primary cultured neurones from mouse embryos. 5. Intracerebroventricular 
administration of Pro-Phe-psi(P02CH2)-Leu-Pro-NH2 significantly potentiated the 
neurotensin-induced antinociception of mice in the hot plate test. 6. Altogether, our 
study has established Pro-Phe-psi(P02CH2)-Leu-Pro-NH2 as a fully selective and 
highly potent inhibitor of endopeptidase 3.4.24.16 and demonstrates, for the first 
time, the contribution of this enzyme in the central metabolism of neurotensin. 
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